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Current Status

n 6 FTEs-all finishers
n ABI Sequencers:

2 ABI3730
1 ABI3130xl
3 ABI3100-not used currently

n Robots:
Beckman’s NX-for magnetic cleanup
Qiagen’s BioRobot 8000-DNA preps

n Instruments needed:
REMP-like storage system
Robot for assembly of sequencing reactions



Cumulative Sequencing Demand: 2000-2005
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Average number of reactions per lab member
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Number of Finished Bases: 2003-2005
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Number of Finished Bases per Lab Member
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4D/Finch LIMS/BioFinch Pipeline at Wyeth
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Workflow in the Wyeth finishing DNA sequencing lab: 
samples are shipped or delivered to Cambridge from all 
5 locations
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Request screen in 4D



Request screen on the lab side



Examples of various features/reports in 4D



Find Primers, Examine Repeats and GC 
Modules

Don Koffman, Bharadh Lakshmanan, Aaron Kitzmiller



Examine Repeats Module



Integrated E-mail module



Email received by a scientist: Clicking on 
WAN# takes scientist to blasted data



Example of a report for a specific TA



Example of lab report for individual 
sequencer



Finch’s new request page



Finch’s tube request screen



Finch LIMS-Status Page for  Completed Runs



Finch LIMS-Instrument Capillary Usage



Finch LIMS-Chromatogram Details



Comparison Between 4D and Finch LIMS 
Systems

In DevNo Contig Assembly10
NoYesStorage of Results09
YesNo Storage of Chromatograms08
YesNoStat. data analysis & Display07
NoYesSpecial Conditions06
N/YYesEffort Reporting05
YesYesPlate Submission04
24∞No of clones/request in tubes03

One∞No. of Primers/clone02
N/N/YYesPrimer Match/Design/Order01
Finch4DFeature#
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