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Overview

» Designed for Facility Personnel

— Many of us have static troubleshooting pages on our
websites. These are primarily designed to assist users, and
primarily for template/primer problems. The DSRG DN DNA
Sequencing Troubleshooting Web Resource is designed to
do this, but also benefit facility personnel (i.e. it includes
information on instrument errors in addition to
template/chemistry problems).

« Users Populate this Database

— The Web Resource contains records of problems (often with
solutions) submitted by the public. It was designed to be
flexible to keep up with new instruments, new chemistries,
and new techniques.

 This is a Problem-centric database

— Solutions are not needed to make a submission, and users
may submit solutions to previously-submitted problems.
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URL and links

« URL: http://www.abrf.org/index.cfm/stwr.home

 Linked from the ABRF DSRG web site

www.ABRF.org/DSRG

« Add a link from your own home page!
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13-Jan-06 Z-motor subsystem assembly error Instrument Problem Applied Biosysterns 3730/3730x] NAA Mfd,
16-Jar-06 Bisulfite/GT-rich sequencing Sarmple Problern  Applied Biosysterns 3130/3130x] double stranded DMA BigDye v3.1
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Hegative Baseline Values
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This particular sample was run in HO, and the overall signal is
guite low. The analyzed datalooks ok, but if vou look at the
raw data, you will see that the black baseline is quite low
telative to the others. All samples that ran in the odd
munhered rowes de. the first injection looked like this (although
not always this extreme). The samples in the even rows
(second ityection) are fine - normal haseline, notmal signal
strength. This is ondy one example of what we have seen many
times, evenin mins with only water (ho samples), only
formamide, sequencing standard plates, etc. ete.

9 #3 Megative Baseline gi
&if

Recurting-all runs

All satiples + controls

Ot Applied Biosystems Service Engineer installed a Pre-Batch
Module that allows the lager to watt up longer before the first
run. This problem has not reappeared since then.

Applied Biogystems 373043730

30

AR

POP-T

AR

3730 Funning Buffer w/ EDT A - 13
ah

Default Bun Module

double stranded DA
5

10

BigDye v3.1
1

Tes
2

Applied Biosystems
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Example of a sample run in an odd-numbered lane (HO1) on a 3730 (48-capillary)
prior to Pre-Batch Module installation.

Compare this to a sample run in an even-numbered lane (HO2).

e
-

EPT of the first sample (odd-numbered lane).

EPT of the sample run in the even-numbered lane,
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Sequencing Reaction

Template Type

Primer Amount per
reaction (pmol)

Reaction Volume (pl)
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Applied Biosystems
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Running Buffer
Running Buffer Mifg
Run Module

3730 Running Buffer w/ EDTA - 1%
ah
Default Run Module

Sequencing Reaction

Template Type double stranded DNA
Primer Amount per
reaction (pmol)
Reaction Yolume (pl) 10
Sequence Chemistry  BigDwe v3.1
Dye Volume (pl) 1

Dilution Buffer Yes

Dilution Buffer
Volume (pl)

Dilution Buffer Mfg  Applied Biosystems
Additive Ho
Reaction Vessel Individual or Strip Tube

Post-sequencing Reaction

Reaction Clean-up Grel Filtration
Dried Down &

5

2

Please note that your comment should be relevant and in good taste, will be curated and
possibly edited by the DSRG, and it may noibe added to the permanent record.

Add Comment

\

Add comment or
suggest a solution

Submit Comment
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New Problem Submission

About ABRF
Forms and Documents New Problem Submission
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Research Groups
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Reference Information in this section will NOT be viewahle by users. This info is only for the
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Problem Solution
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are not applicable (hased on your other selections).

We do require this,
though this information is
not made public
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New Problem Submission
Please complete the following form to submit your sequencing problem/solution to us. Provide as much detail as possible.

Red fields ate recuired. Black fields are optional are not applicable (hased on your other selections).

Submitier Information

Information in this section will NOT be viewahle by users. This info is only for the
DSRG and may be used during the curation process.
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This is the field searched
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Trace or Image File
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New Problem Submission

Please complete the following form to submit your sequencing problem/solution to us. Provide as much detail as possible.

Red fields ate recuired. Black fields are optional are not applicable (hased on your other selections).
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Information in this section will NOT be viewahle by users. This info is only for the
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Problem Description

Trace or Image File
File Format

Problem Frequency

Samples Affected

Problem Solution

Browse to upload
your image file (if
necessary)
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File Format
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o et Instrument model
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Curation by the DSRG

« DSRG receives an email when submission is made—
the record is designated “pending” and not made
public.

« The DSRG will examine each record to determine
whether to:
— Remove identifying information (e.g. from the .ab1 file)
— Reformat image file (usually to .pdf)

— Collect additional information and or additional images/data
from the submitter that we feel is needed to complete the
record

— Make the Record Public
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Final Request

» This database will only be as good as the
submissions (and solutions) received.

Please submit your problems. Don’t be concerned
that they may be redundant with others we have. We,
the DSRG, will determine if yours is a better
example, or is not needed. We'd rather have too
many submissions than too few!

Remember—you don’t need a solution to submit a
problem!

DNA Sequencmg Research Group
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