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DSRG 2009 Survey

39 questions, minimum of 17 depending on answers
Demographics
Current NGS instrumentation and sources of funding

Uses of current NGS instrumentation (types of projects,
types of protocols used, analysis methods)

Lab practices (technicians, bioinformatics services)
Outsourcing

Future acquisitions of NGS instrumentation
Sanger Sequencing
Newsgroups/meeting/professional memberships

Poster 158




ABRF Membership Status of
Respondents

former

member
7
10%

member
37
55%

non-member
24
35%

69 valid responses




Lab Director

Lab Manager

Research Scientist

Lab Technician

Other

Faculty Member

DNA Sequencing (Sanger)

Real-time PCR

Fragment Analysis

Microarray (gene expression)

Microarray (SNP genotyping)

Methylation analysis

Proteomics

Oligonucleotide synthesis

Pyrosequencing (non-454)

0%

Demographics of Respondents
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Question: What
best describes
your function in
the laboratory?

Core laboratory, charging fee for services

Research laboratory

Core laboratory, supporting institution only

Genome Center laboratory

Commercialservice provider
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Question: What other
services/analyses are
performed in your

laboratory?
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20% 90%

10%

30% 40% 50% 60% 70% 80%

Question: What
best describes

your lab?

Shared instrumentation laboratory

40% 0% 10% 20% 30% 40% 50% 60% 70%
Academic
Not-for-profit research
Pharmaceutical/Biotech
Other

Hospt! Question: What best
describes your
For-profit service provider institution’)

For-profit research

100% 0% 10% 20% 30% 40% 50% 60% 70% 80%




Question: Do you currently operate a Next Generation Sequencing (NGS)
platform in your laboratory?

Country:
Australia
Canada
France

No, and No Plan to Purchase in the Future
Germany
India

No, but expect to acquire one in the near future .
The Netherlands
Yes, one or more - UK
USA

0 5 10 15 20 25 30 35

Number of Respondents

Fifty-seven percent of all respondents have 1 or more NGS instruments and 56% of all respondents expect to acquire NGS instrumentation
in the next 2 years. Forty-nine percent of those already with NGS instruments are expecting to acquire additional instruments.




Distribution of NGS
Instrumentation by
Country and Type of
Instrument:

Roche 454 GS-20

Roche 454 GS-FLX

Illumina Solexa GA

[llumina Solexa GAII

AB SOLID

France Germany The
Netherlands




Geographic
Distribution (USA)
and Number of NGS
Instruments of
Respondents

Genome Centers Excluded
(and apologies to
Canada......take it up with
the Tableau folks!)
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Types of Sequencing Projects done using NGS Instrumentation (includes outsourced projects):

Whole Genome Sequencing

ChIP-sequencing
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Small/microRNA Digital Gene Expression
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Whole transcriptome/cDNA Methylation analysis
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Several labs perform exclusively one type of analysis (3, whole genome sequencing; 1, small/microRNA), and the predominant projects performed are whole genome sequencing.
ChIP-sequencing and transcriptome/cDNA sequencing are the next-most performed analyses. Digital gene expression and methylation are the least-performed types of analyses.




Future Acquisitions:

immediately l- I
next6 months: l_ M Roche 454 GS-FLX

M |llumina/Solexa GAIl

next6-12 months: -- ABSOLID
M Other
next1-2 years: - .
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Meetings and Professional Societies

CHI
NERLSCD
CSHL
ASHG
PAG

ALA
GME
ASMS
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Other meetings (one each): qPCR
Symposium, Roche user symposium,
American Society for Cell Biology, American
Association for Advancement of Science,
Meeting for Sequencing, Finishing and
Analysis in the Future, American Society of
Mass Spectrometry, Greater Boston Mass
Spectrometry Discussion Group, Boston Area
Molecular Biology Computer Types

Other Societies (one each): Analytical
Laboratory Manager’s Association, New York
Academy of Sciences, American Chemical
Society, Chemical Institute of Canada,
National Academy of Sciences, American
Society of Plant Biologists, American Society
of Mass Spectrometry, Genetics Society of
America, Greater Boston Mass Spectrometry
Discussion Group, Boston Area Molecular
Biology Computer Types, Federation of
American Societies for Experimental Biology




Newsgroups

www.abrf.org

seganswers.com
google.com/solexa
google.com/roche454

google.com/solid-sequencing

) . B Read and Submit Content
google.com/bionet.genome.autosequencing

B Read Only

yahoo.com/newgenseq

gPCR Listserv

""Illr

genographia.org
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Sanger sequencing has
increased somewhat

No change

Sanger sequencing has
decreased somewhat

Sanger sequencing has
dramatically decreased

Is NGS the cause?
M no
M not applicable

probably

M probably not

B unknown or no opinion

yes




In Conclusion:

This will serve as the initial “snapshot” for NGS
instrumentation

We also collected information on Sanger Sequencing to
update information from previous surveys in 2000,
2003, and 2006

Additional data from this survey may be presented in
the “Implementing Next Generation Sequencing
Technologies” technical workshop (later today)

The Poster and this presentation will be deposited on
the DSRG page of the ABRF website

Full summary will be submitted to JBT




