To: All ABRF Members

From: Edman Sequence Research Group (ESRG)

Subject: 2006 ESRG Study 

Attention ABRF members:

The Edman Sequencing Research Group (ESRG) is pleased to announce the availability of a sample for our 2006 study. The purpose of this study is to assess the ability of Edman sequencing to determine absolute and relative amounts of polypeptides in a mixture, as well as correctly determining N-terminal sequences.  Once again we invite any laboratory performing Edman chemical sequence analysis to participate. This year’s sample will consist of 3 polypeptides, two of which are homologous, with one of the homologues containing at least 1 modified amino acid.  To assist participants in identifying and quantifying any modified amino acids encountered, the posters from the 2004 and 2005 studies are available on the ESRG web site.  Participating laboratories will submit their data electronically to the ESRG for presentation at the ABRF 2006 meeting. A brief instrument and methods survey will also be part of the data submission process.

To obtain a sample and participate in the 2006 study, e-mail your request to:

DBrune@asu.edu
Please include in your request the address to which the sample should be sent.

Final sample requests should be made by October 15th. 

Data should be submitted by December 2nd to be included in this years study. 

As always, be assured of confidentiality with your responses; an identification number will be issued so you can compare your results to other participating laboratories at the meeting.

Thank you for your interest in the ESRG 2006 study; we look forward to seeing you in Long Beach!

Sincerely,

The ESRG:

Dan Brune, Chair

Brian Hampton

Ryuli Kobayashi

Joe Leone

Klaus Linse

Jan Pohl

Richard Thoma

