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	Association of Biomolecular Resource Facilities
Protein Sequencing Research Group (PSRG) 

9650 Rockville Pike, Bethesda, MD  20814

Tel: 301-634-7306    Fax: 301-634-7455    Email: abrf@abrf.org


Dear Colleagues: 

The Protein Sequencing Research Group (PSRG) is pleased to announce the availability of test samples for the 2011 study.  The recent PSRG studies have established that Edman sequencing and mass spectrometry based techniques have varied strengths and weaknesses depending on the information sought by the researcher.   With this complementary role realized, we propose to determine some limitations of the varied sequencing techniques, namely assay sensitivity in obtaining or assigning a good stretch of sequence in the N-terminal region.  Participants may use Edman or mass spectrometric or any other technique, individually, or in combination along with the use of bioinformatics tools to derive this stretch of sequence. To that end, we encourage all mass spectrometry and proteomic laboratories as well as Edman sequencing facilities to participate.

Participating laboratories will submit their data electronically to the PSRG for tabulation of the results.  Results will be presented at the ABRF 2011 meeting February 19-22, 2011 in San Antonio, TX and subsequently posted on the ABRF website. A brief methods survey will also be part of the data submission process.

Study participants will choose which of three sample sets (designated A, B or C) they would like to receive.   Each sample set contains three tubes (designated 1,2 or 3).  Each tube contains the same recombinant protein (sequence may not be in the public domain database) however, with increasing amounts of material.  Participants can request any one set (will receive 3 tubes), choice of two sets (will receive 6 tubes) or all three sets (will receive 9 tubes).  Participants are asked to please select only the sample formats that are compatible with the sequencing methods that they will be using for this study.

	Sample Set Name
	Sample Format
	Tube # (Sample amount)

	A
	Solution (lyophilized)
	A1 (x)
	A2 (3x)
	A3 (9x)

	B
	Gel slice
	B1 (x)
	B2 (3x)
	B3 (9x)

	C
	Membrane piece
	C1 (x)
	C2 (3x)
	C3 (9x)


Participants will be asked to analyze samples in the designated numerical order.  For example, if a participant requests ‘Sample Set B’, they will receive 3 tubes, each containing one gel slice.  The tubes will be labeled ‘B1’, ‘B2’, and ‘B3’.  The participant would analyze the tube labeled ‘B1’ with the lowest total amount first. If not successful they can use ‘B2’ with 3-fold higher amount and finally ‘B3’ with 9-fold higher amount. 

For inquiries about the study and/or to obtain a sample set(s), e-mail your request to:  jim.walters@sial.com.   Please include in your request the address to which the samples should be sent and which samples sets(s) you would like to receive.   
Final sample requests should be made by October 11th, 2010.
Requested samples will be sent to participants by October 22nd, 2010.
Data should be submitted by December 1st to be included in the 2011 study. 

 

As in the past, results will be stripped of all identifiers so as to maintain the anonymity of the participants. An identification number will be issued so you may compare your results to other participating laboratories at the meeting.

 

Thank you for your interest in the PSRG 2011 study and we look forward to seeing you in San Antonio!
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The ABRF Protein Sequencing Research Group:
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