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ABSTRACT 5. What range of KD values are normally measured in your laboratory (Check all that apply)? 9. What are the main limitations in using SPR interaction technologies? 14. What are the main limitations in using calorimetry in your lab?
The field of label-free biophysical technologies used to quantitatively characterize RETD | s 1 2 3 4 5 1 2 3 4 5
. . . . 'ercent ount Most Least Rati Re Most Least Ratii Re
macromolecular interactions with each other and with small molecules has grown ST important [Versas NG ST important JANEERGE) RRCATA
enormously in the last ten years. The most widely used analytical technologies for Weak (micromolar to millimolar) - [EE ] 533% “ PRSPPI p—" - U——— —— i ——— - °
Chat’aCteI’lle’lg bI0m0|eCU|at’ Interactlons are Surface p|asm0n resonance (SPR), e - ‘ oo . Cost of instrumentation  19.0% (11) 26.0%(15) 28.0% (16) 16.0% (9) 11.0% (6) 2.70 57
; o R X ) ; ledium to ) 3% o )
isothermal titration calorimetry (ITC), and analytical ultracentrifugation (AUC). Traning orinsiumenaton  16.0% (@) 290% (15) 20.0% (12) 200%(10) 120%(6) 277 51 Training forinstrumentation o o b 46) 27.0% (18) 23.0% (13 350 o
Measuring interaction parameters accurately and quantitatively is challenging because - | | — mas | @ operation  00%(0) 21.0% (12) 29.0% (16) 27.0% (19) 23.0% (13)
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profile of ITC, SPR and other technologies used in both academia and pharmaceutical skipped question 4
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Response Response
answered question 75 ey | G Response  Response
Analytical i 41.1% 30 Percent Count
skipped question 4 Fit with a conformational change model ~ [£] 5% 2 Simple equilibrium binding to
Nuclear magnetic resonance [ 30.1% 22 determine affinity and [ 98.0% 50
Fit with a heterogenous ligand or ichi
other ] @uesn) 10 heterogenous anabie model e @ somety
Equilibrium binding to determine
| E—— 43.4% 23
S G i 8. What type of instruments do you have in your laboratory (Please indicate the number of instruments available)? VAR, homogono;l'yr:;?;zla\::g | 80% 32 GiEPEy
skipped question 6 Number of Instruments ' Full thermodynamic profiles
answered question 40 involving multiple buffer conditions [ ] 38.9% 28
1 2 3 4 5 6 Reévonfe and experimental temperatures
3. What applications do you use the instruments in your lab (check all that apply)? oun fopiasseaces &
Biacore 3000  78% (18) 9.0%(2)  9.0%(2)  4.0% (1) 0.0%(0)  0.0% (0) 23 Studies of systems involving more e 52.8% 2
Response  Response skipped question 10 that one binding site .
Percent Count Biacore 2000  86% (12) 7.0% (1) 7.0% (1) 0.0% (0) 0.0% (0) 0.0% (0) 14
Displacement studies to determine
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